






the Omiga sequence analysis package) showed positional con-
servation of the K repeat and some conservation of the se-
quence (Fig. 1a and c) but no conservation of the downstream
G-rich repeat. The human CTCF-dependent boundary ele-
ment contains additional repeat elements as previously de-
scribed (39). There are also two smaller regions of conserva-
tion upstream of the repeat, one of which contains a retroviral







rs1 gene is dispensable for its imprinted methylation. Biochem. Biophys. Res.
Commun. 268:590–595.

38. Szabo, P., S. H. Tang, A. Rentsendorj, G. P. Pfeifer, and J. R. Mann. 2000.
Maternal-specific footprints at putative CTCF sites in the H19 imprinting
control region give evidence for insulator function. Curr. Biol. 10:607–610.

39.


